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Eduard Sabid6 is the head of the CRG/UPF Proteomics Unit at the Centre for Genomic
Regulation and University Pompeu Fabra. Eduard Sabidé holds a BS degree in
Biochemistry (2003), Biology (2008) and Computer Science (2011), and a PhD in Biology
(2009) from Universitat de Barcelona. He has made a postdoctoral stage at the Swiss
Federal Institute of Technology (ETH Zurich, 2009-2012) and he did long- and short-term
visits at the University of California in Davis and the Scripps Research Institute in San
Diego. Dr. Eduard Sabido has a broad experience in the fields of activity-based proteomics
and targeted proteomics.
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Metabolomics and Proteomic of the CSF

Mass spectrometry-based proteomics is an analytical technique for the identification and
quantification of proteins and in the last few years it has emerged as a powerful analytical
technique to discover protein biomarkers for neurological diseases. A particularly
interesting application is the use of targeted proteomics assays to stratify patients and
predict the prognosis of neural disease such as multiple sclerosis. In this talk we will
illustrate how we took advantage of the capabilities of targeted mass spectrometry to
establish a diagnostic molecular classifier with high sensitivity and specificity able to
differentiate between clinically isolated syndrome patients with a high and a low risk of
developing multiple sclerosis.
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